Background: Feather picking and destructive behavior are common problems in parrots. Etiologies including infection (bacterial, parasitic, or fungal), behavior, nutrition, allergy, and underlying diseases have often been proposed. Two recent papers presented here have examined featherpicking in parrots. The first paper summarized histologic findings in 408 featherpicking parrots. The second paper compared several diagnostic parameters in normal African grey parrots and those demonstrating feather damaging behavior.
Summary: A retrospective study was conducted using paired biopsies from birds with feather loss, featherpicking, or feather damaging behavior. Inflammatory skin disease was distinguished on the basis of perivascular inflammation in clinically affected and unaffected sites. Traumatic skin disease had an absence of inflammation at the
New Information on Feather Picking Parrots What is the Avian Digest?
The Avian Digest is prepared and published by the Division of Comparative Pathology of the University of Miami Miller School of Medicine.
The division's faculty has access to many journals that publish papers of interest and importance to the avian veterinary community. The goal of the digest is to briefly review these papers and give our ideas on their clinical impact. The latter is why we found the particular paper interesting to present to you and your clinic staff. Using PCR techniques, Chlamydial DNA was found in throat swabs and the blood from the veterinarian and his assistant. In addition, swabs from the bird's conjunctiva, liver, and spleen were also positive. C. psittaci was also cultured from the bird. Samples from the technician were negative. The humans were seropositive.
Clinical Impact: Although the bird exhibited symptoms of chlamydophilosis, no precautions were taken when it was handled. In fact, 10 5 copies of C. psittaci DNA were isolated from the avian samples (vs <10 copies in the human samples) indicating a high infectious load in the affected bird. Post mortem diagnosis of affected birds by DNA testing is underutilized and the technique is likely well suited to use in humans.
these dogs had several episodes of dyspnea and conjunctivitis. The owners also had recurrent respiratory distress. The appearance of the clinical signs were consistent with the purchase of canaries and a parrot which were clinically normal. The humans were found to be seropositive and positive for chlamydial inclusions by immunofluorescence of pharyngeal swabs. Chlamydial DNA was amplified from all 4 dogs and one Background: Historical reports of canine chlamydophilosis are rare although chlamydial species are known to infect a wide range of animals including horses, koalas, avian species, and reptiles. Sub acute, acute, and chronic infection have been demonstrated in dogs.
Summary: Four dogs from one owner presented over a two month period for severe dyspnea. Over the previous 5 year period, dog was also positive by culture techniques. There was no testing of the birds.
Clinical Impact: The data is suggestive of animal to human transmission but it is unknown of the specific role the dogs may have had in transmitting the disease. It is important to note that the dogs were shedding the organism. Chlamydial infection should be considered in dogs with respiratory and conjunctival signs.
Background: MRSA, the so called super bug, has gained much fame for difficult to treat infections in humans. Since the early 1970's infection of large and companion animals have been reported mostly in case report form.
Summary: A diagnostic laboratory reviewed 869 clinical specimens received during an 18 month period. A total of 61 S. aureus isolates were found with 27 (44%) of the isolates determined to be MRSA. The majority of the MRSA were isolated from wound infections and 56% of the MRSA isolates were found in dogs. Other MRSA positive species included cat, bird, rabbit, guinea pig, turtle, and a bat.
Over the study period, the rate of positive samples was not constant with significant increases in a two month period. The overall incidence was 1.85 cases per 1000 admissions. Using DNA fingerprint analyses, 5 different types of MRSA were found. The most dominant type was an isolate found previously in human and veterinary hospitals.
Clinical Impact: Nosocomial infection with MRSA is common not only in human but also veterinary hospitals. In this particular location, a single genotype of MRSA appears dominant in both settings. Moreover, it appears to be able to infect a wide range of species. senting 13 species. Using PCR techniques, 13% of the birds were found to be positive for Salmonella genus specific DNA. Notably, none of the samples were positive by culture. Amazon parrot species were most likely to be found positive by PCR.
Clinical Impact: This study is the first to address the application of PCR techBackground: Salmonella species are common bacteria capable of infecting humans and animals including birds. Infection of birds can result in sub acute, acute, or chronic infection. Some birds can be clinically normal yet be a carrier of this organism.
Summary: In the current study, cloacal swabs were collected from 280 captive parrots in Brazil, repreniques to the detection of Salmonella. Previous studies reported a lower incidence of positive birds using less sensitive methods. Importantly, although the birds were clinically normal, the current data suggests they were excreting the organism. PCR methodology should be further considered for diagnostic and epidemiological investigations in avian species. 
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